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Dr. Noll is a microbial ecologist with over 20 years of experiences in the field of molecular characterization of fungal and
bacterial microbial communities in anthropogenic as well as pristine habitats. He has contributed for the first microbiome
of an aquatic rheophyte Hanseniella heterophylla growing along different degree of anthropogenic disturbance in Thailand.
This work showed relationships between bacteria and fungi within the plant microbiome and their links with plant health
and survival. He also contributed for the first holobiont study of mangrove tree Rhizophora stylosa. In this study, taxonomic
and functions of microbiomes of different plant compartments from rhizosphere, root, stem and leaf were characterized
and reported. He and his group found that the holobiont of R. stylosa were dominated by fungal richness. Plant
compartments was the most important factor impact for both fungal and bacterial richness and community composition of
plant microbiome. In Nolls group the functional assignment of leaf‑ and needle‑associated fungal taxa across 12 temperate
tree species was evaluated, and as conclusion the annotation tool FungalTraits performed best.
Interaction between wood-inhabiting fungal and bacterial community members were studied in lab based and field-based
studies. Deadwood decomposing fungi are highly efficient in the uptake of traces of N, and already trace amounts of N
facilitated fungal growth. Bacterial diazotrophs, which are capable to fix atmospheric dinitrogen, were highly important to
support fungal deadwood decay. We observed mainly alphaproteobacterial diazotrophs as members of Nitrobacteriaceae,
Methylobacterium and Sphingomonas but also gammaproteobacterial diazotrophs like Stenotrophomonas and Pseudomonas
that co-occur with wood decaying fungi in deadwood. Dr. Noll uses state-of-the-art methodologies and data analyses such
as DNA extraction from wood, PCR optimization, DNA fingerprinting techniques, NGS, TGS, identification of sequences,
assignments to functional groups, co-occurrence network structure. Dr. Noll has studied mainly temperate regions but
collaborated with Dr. Purahong to study plant material from tropical region in Thailand.
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